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TEEAAMEDOLY / LBFARVECHSEROBET
fii Fujikawa, T, Nakazono-Nagaoka, E., Miyata, S. and
Iwanami, T.: Determination of Genome Sequences and Reeval-
uation of Genetic Diversity of Xanthomonas arboricola pv.
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RATAEMT  Katoh, H., Miyata, S. and Iwanami, T: Molecular
Phylogenetic Analysis of ‘Candidatus Liberibacter Asiaticus’
Strains in Tokunoshima Island Based on SSR Polymorphism.
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(354) Htet Wai Wai, K.l, Seint San, A.Z, Furuya, N.}
Horita, M.3, Kurose, D.3, Matsumoto, M.l, Takeshita, M.! and
Tsuchiya, K.} Genetic Diversity of Ralstonia solanacearium
Strains in Myanmar. The genetic diversity and phylogeny
of 32 Myanmar strains of Ralstonia solanacearum were inves-
tigated. Twenty-eight strains belonged to biovar 3 phylotype I
and four strains were biovar 2 phylotype II. Sequence analyses
of endoglucanase gene and repetitive-sequence polymerase
chain reaction (rep-PCR) of those strains were assessed. The
strains tested were partitioned into 6 groups composed of five
sequevars (15, 17, 46, 47 and unknown) in phylotype I, and
sequevar 1 in phylotype II. In comparative analysis of
rep-PCR, the genetic variation among phylotype I strains
existed, consisting of eight clusters, whereas phylotype I
strains were located in one cluster. Strains of phylotype I
sequevar 47 were prevalent. Phylotype II sequevar 1 origi-
nated from America might be introduced from foreign coun-
tries. This is the first comprehensive report on genetic varia-
tion among Myanmar strains.
(*Grad. School Agri. Kyushu Univ., 2Yezin Agri. Univ.,
3Natl. Inst. Agro-Environ. Sci.
(355) Febryani, N4, Suharjo, B Shinohara, H.%, Sawadz.
H.* and Takikawa, Y.> Identification of An Atypical
Dickeya Strain (=E. chrysanthemi) Isolated from Carna-
In 2006, a strain of E.
chrysanthemi (Dickeya) was isolated from carnation, which

tion (Dianthus caryophyllus).

had slightly different characteristics from known carnation
strains of E. chrysanthemi pv. dianthicola (Shinohara et al..
2008). In this study, we re-investigated the atypical Dickeya
strain isolated from carnation. We reconfirmed the differences
in bacteriological properties, rep-PCR and 16S rDNA
sequence between the atypical strain and the classical D.
dianthicola strains from carnation, potato, and other hos:
plants. Based on the phylogenetic analysis using 4 house-
keeping genes (gy7B, npoD, recA and dnaX), the atypical strain

was allocated in a same clade with the classical D. diantfzicola

strains. Therefore, we concluded that the atypical Dickeya
strain should be identified as D. dianthicola, although it foxrmed
a slightly isolated group from the classical strains. :

(*Grad. Sch. of Agric. Shizuoka Univ., 2Grad. Sch. Sci. “Teck:
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